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Absorption spectrum, of chlorophyll a in liquid 
crystal, 369 

Acetylcholinesterase. kinetics of inhibition, 15 
Acridine orange, fluorescence properties when bound 

to DNA, 279 
Actin, complex with ADP, 101 
ADP, complex to actin, 101 

Alcohol dehydrogenase, pressure dependence of 
kinetics, 35 1 

ZAminopurine, association with thymidine, 223 
2-Aminopurine, autoassociation of, 2 13 
Antibiotics, monovalent cation binding to, 239 
Aspartate transcarbamylase, binding of succinate to, 1 

Association, 2-aminopurine with thymidine, 223 
Association (intramolecular), of 9,9’-[ 1,3-propylenel- 

bis-2-aminopurine , 23 1 
Association, of 2-aminopurine, 213 
Association, of oxyhaemoglobin, 191 

Biiding, monovaIent cations to antibiotics, 239 
Binding, of ADP to actin, 101 
Binding, of daunomycin to DNA, 363 
Binding, of dioxane LO chlorophyll, 77 
Eiding, of Nat to monensin, 345 
Biding, of pseudoisocyanine to DNA, 31 

Binding, polyamines to sickhig red blood cell, 321 
Binding, with curved Scatchard plots, 65 

Casein, colloidal stability of micelles, 263 
Casein, distribution of micelle size, 59 
Chlorophyll a, spectral properties in liquid crystal, 

369 
Chlorophyll, association with dioxane in mono- and 

multilayers, 77 
Chymosin, casein micelles treated by, 263 

Cooperativity, enzyme, 95 

Daunomycin, thermodynamics of interaction with 
DNA, 363 

Dehydrogenase, alcohol, 351 

Dextransucrase, high pressure kinetics of, X7 
Diffusion coefficient, of ampbiphilic molecules in 

model membranes, 167 
Dioxane, interaction with chlorophyll, 77 

DNA, binding of pscudoisocyanine to, 3 I 
DNA, effect of nuclease on hybridization, 337 

DNA, fluorescence of acridine orange and proffavine 

bound to, 279 
DNA, sedimentation, 23 
DNA, thermodynamics of interaction with dauno- 

mycin, 363 

Ethidium bromide, fluorescence of complex with 

poly(rA-rU), 3 11 
Enzymatic clotting, kinetics of, 253 
Enzyme, cooperativity, 95 
Enzyme, high pressure kinetics of, 87 

Fibrin clots, sonication of, 161 

Fibrin oligomers, from sonicated tibrh clots, 161 
Flow dichroism, of DNA-pseudoisocyanine complex, 

31 
Fluctuations, in proteins, 117 
Fhrctuations, in proteins, 131 
Fluorescence decay, of acridine orange and proflavine 

bound to DNA, 279 
Fhrorescence, of ethidum-poly (rA-rU) complex, 

311 
Fluorescence, of tyrosine in histones, 379 

Fh.rorescence polarization, of actin-ADP complex, 101 
Fluorescence scanning, in gel permeation, 299 
Fluorescence quantum yield, in autoassociating 

systems, 2 13 
Fluorescence quantum yield, in hetero-associating 

system, 223 

Fluorescence quantum yield, of acridine orange and 
proflavine bound to DNA, 279 

Fluorescence quantum yield, of compound with 
intramolecular stacking, 23 1 

Fluorescence quenching, of 2-aminopurine, 2 13 



Fluorescence quenching, of V,V’-[1,3-propylenel-bis- 
2-aminopurine, 23 1 

Gel permeation, fluorescence detection in, 299 
Globular proteins, denaturation of, 131 
Glycolytic periodicities, 95 
GpU, NMR studies on, I5 1 

Helix, unwinding angle in polyribonucleic acids, 311 
Hemocyanme, subunit structure, 47 
Hill coefficient, of phosphofructokinase reaction, 95 
Histones, fluorescence of tyrosine in, 379 
Hydrophobic interactions, in statistical thermo- 

dynamics of proteins, 131 

Kinetics, effect of nucleate on nucleic acid hybridi- 
zation, 337 

Kinetics, for three steady state situation, 107 
Kinetics, high pressure enzyme, 87 
Kinetics, of acetylcholinesterase inhibition, 15 
Kinetics, of 2-arninopurine association with 

thyrnidine, 223 
Kinetics, of 2-aminopurine autoassociation, 213 
Kinetics, of enzyme triggered coagulation, 253 
Kinetics, of Na+ binding to monensin, 345 
Kinetics, of 99’-[ 1,3-propylene] -his-2-aminopurine 

intramolecular association, 23 1 
Kinetics, of TMV protein polymerization, 173 
Kinetics, pressure dependence of dehydrogenase, 351 

Lifetime, in hetero-associating system, 223 
Lifetime, of autoassociating compound, 213 
Lifetime, of compound with intramolecular stacking, 

231 
Linear dichroism, of actin-ADP compIex, 101 
Linear dichroism, of DNA-pseudoisocyanine complex, 

31 
Lysozyme, binding of methyl N-acetyl glucosaminides 

to, 201 

Membranes, NMR studies on models, 167 
Membranes, therrnoosmosis through charged, 271 
Metabolic oscillation, 95 
Methyl N-acetyl glucosaminides, binding to lysozyme, 

201 
Micelles, instability of chymosin treated casein, 263 
Micelles, size distribution of casein, 59 
Monensin, kinetics of Naf biding to, 345 

NMR, association studies of oxyhaemoglobin by 
relaxation, 19 1 

NMR, binding studies by relaxation, 1 
NMR, of oligonucleotides, 151 
NMR (pulsed), studies of model membranes, 167 
NMR, spectrum and relaxation of monensin-Naf, 345 
NMR, study of enzyme-inhibitor complex, 201 
NMR, Tertiary structure of tRNA in solution by, 291 
Nuclease, effect on nucleic acid hybridization, 337 

Oligonucleotides, conformational studies of, 15 1 
Gxyhaemoglobin, self association studies by NMR, 

I91 

Partition, by gel permeation, 299 
Phosphofructokinase reaction, 95 
Proflavine, fluorescence properties when bound to 

DNA, 279 
99’-[ 1 J-propylenel-bis-2-aminopurine, intramolecular 

association, 23 1 
Proteins, denaturation of, 13 1 
Proteins, statistical thermodynamics of, 117 
Polyamines, binding to sickling red blood cell, 321 
Polyelectrolyte solutions, thermodynamics of, 9 
?olymerization, kinetics for TMV protein, 173 
Poly(rA-rU), fluorescence of complex with ethidium, 

311 
Pseudoisocyanine, binding to DNA, 31 
Pulsed NMR, studies of model membranes, 167 
Pulse fluorometry, of ethidium-poly (rA-rU) 

complex, 3 11 

Relaxation, binding to antibiotics, 239 
Relaxation (NMR), enzyme-inhibitor complex studies 

by, 1 
Relaxation (NMR), of monensin-Naf, 345 
Relaxation (NMR), of oligonucleotides, 151 
Relaxation (NMR), of oxyhaermglobin solutions, f 9 1 
Relaxation (NMR), of water bound to red blood cell, 

321 
Relaxation (NMR), study of enzyme-inhibitor complex, 

201 
RNA, effect of nuclease on hybridization, 337 

Scatchard plots, analysis of curved, 65 
Sedimentation coeffrcicnt, dependence on centrifuge 

speed for DNA, 23 
Sedimentation, of fibrin ohgomers, 161 
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Sickling red blood cell, interaction with polyamines, 
321 

Spin labeled acetylcholine analogs, 15 
Statistical thermodynamics, protein model, 117 
Structural changes, in proteins, 117 
Structural changes, in proteins, 13 1 
Succinate, binding to transcarbamylase, 1 

Thermodynamics, of 2-aminopurine association with 
thymidine, 223 

Thermodynamics, of 2-arninopurine autoassociation, 
213 

Thermodynamics, of daunomycine-DNA interaction, 
363 

Thermodynamics, of globular protein denaturation, 
131 

Thermodynamics, of polyelectrolyte solutions, 9 
Thermodynamics, of 99’.[1,3-propylene]-bis-2- 

aminopurine intramolecular association, 23 1 
Thermodynamics, statistical model for proteins, 117 
Thermoosmosis, through charged membranes, 271 
Three steady state situation, in open chemical reaction 

system, 107 
Thymidine, association with 2-aminopurine, 223 
TLlV (Tobacco Mosaic Virus), kinetics of protein 

polymerization: 173 
tRNA, NMR study of structure in solution, 29 1 
Tyrosine, fluorescence in histones, 379 

UpG, NMR studies on, 151 


